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CYPIYYNIMMH ©MHOX HACHbI XYYXOUWH OYHO dM3H[ T3CBAPTaN
BAKTEPUAH KONOHU3ALIMWT UNPYYNIC3H AYH

YHA3cnan: OMaH4 TacBapTan DakTepunH TapxanT MXcaK Oanraa Hb O3NXUA HANTUIAH
Tynramgax 6yl acyyanelH Har 6onoog ©GavHa. ©YBJ1  aH3um  anrapyyngar
Enterobacteriaceae Hb MaHal OpHbl 3PYYyN M3HAWWAH TycrnamK YWAMYUAradHUA TOMOOXOH
acyyanbiH HAr 6unaa. buymn GUEeTHUIN 3MIHA TICBIPKUNTUIAM Xsi3raapnax OnoH TanT yin
aXunnaraaHbl HAar Hb 3MOHA TACB3IPTAM Buumn GuetaH (ITB)-uAr unpyynax, TYYHWIA
MOIEKYMN X3B LUMHXWUAT TOOOPXOWNOX ABAAN M.

3opunro: CypryynuiH eMHeX HacHbl XYYXOWAH OyHA TOXWongoX Oyl amMaHg TICBIpTIN

BakTepuinH KONoHU3aLUWUIAH TapXanTbir TOAOPXOMMOX

Apra, apraunan: Cyganraang YnaaH6aatap xoTblH 4 ayypar 6onoH [oBb-AnTtan anmar,
ApxaHran awmar, Cyxbaatap anmruiH Tyc 6yp 2 U3UIPNIrMAr caHamcapryin TYYBPWIAH
apraap COHroH xampyyncaH. COHFOCOH U3U3pnart Xymyyxwxk 06yn Huat 971 apyyn
XYYXO33C LWYNyyH Tr343CHAA apygac aBd epreTreceH yunaantan 6Gerta nakramasa
anrapyyngar Enterobacteriaceae, BaHKOMMUWHA T3CBIpTan Enterococcus spp GOnoH
kapbaneHema T3CBIpTaW Enterobacteriaceae wnpyynax eHreT T3X93NT OpuYUHA
(CHROMagar) aHxgard wnpyynar WWUHXWrar XMUC3H. buunn BueTHUn SUCUIH snrad
aynntuiar VITEK-2 (BT3, KT3) 6onoH MALDI-TOF aetomat aHanusatopoop (©YE/
anrapyyngar Enterobacteriaceae) xwncaH. bupg XBHIY-biH XeuHpu XawnHaruiH Wx
CypryynuinH MukpobuonorninH WMHCTUTYTIA LWWHXNASMOIXYYHUAT UAraaX Ouunn GueTHuin
aucuiiH snrad gyantuiir MALDI-TOF 6ypaH aBTOoMart aHann3aTtopoop MeH TICBIPXKUNTUMH
reH xXaB WuHxXuar mynetudnekc MIY-oiH apraap Tyc Tyc G6atanraaxyyncaH. baktepuitH
aHTUBNOTUKT M3OP3r YaHapbIr OUCKI3C HIBYYYNIX apraap TOAOPXOWNCOH. MeH acyymxk
cyhanraaHbl apraap 3apuMM XYYWH 3YWNWAr ToApyyncaH (epeHXui OypTranunH Xacar,
AHTUOMOTUK SMUIH XAPIrNd3, AIMHANAIT XIBTCAH Baraan, Har aHrmg XyMyyxaar XyyxauiH

TOO, OPOH CYYLIHbI HEXLIen)

Yp AyH: Vnpyynar WUHXUAraarasp HANT WMHXNArgaxyyHun 20% (194/971) (95% CI 15-
18)-a4 aM3HA TACBAPTAN BGAKTEPUINH KONMOHM3aUM MN3PCAH. YYHI3C epreTreceH YAnaanTan
B6eTta naktamasa anrapyynpar Enterobacteriaceae 186 (19.2%), kapbaneHemg TaCBIPTIN
aHTepobakTep 3 (0.3%), BAHKOMWULUMHA T3CBIPTIN 3HTEPOKOKK 5 (0.5%) nnapcaH. buumn
buetHun 3ymnuinH xyeba OYBI1 anrapyyngar E.coli-niH omor 92%-mir a3amk Gannaa.

AHTMBUOTVK TICBIPXKUMNTUIr OMOH YNCbIH CTaHAApThIr GapumTnad ToAOPXOWnoxon



uedanocnopuH, OTOPXUHOMUH, POAUAH XYYNIMAH WUHIMOUTOP OONOH aMWHOMMWUKO3WAbIH
OynruiH aHTnbuoTtukyygan 77-100% Hb TyC TyC T3CBIPXKC3IH GalHa. MoHron XyyxgauiH
AyHa ©YBJ1-unH CTX-M9 6onoHd CTX-M1 xanb3apuiiH TaCBIPXKUNTUAH FEH X3B LUMHX ByXxui
OaKTepuinH KoNoHU3aux gasaMmran unapy 6arHa.

OyrHanTt: MaHai opHbl U3U3pnarMiH HacHbl xyyxguiH gyHg CTX-M1,9 TacBIpXMNTWiAH
X3B WNHX33p HexuenaceH BYBI anrapyynnar Enterobacteriaceae-uitH (19.2%) anaHrysa

E.coli (172/186) oMmruinH TapxanT xapbuaHryin eHgep 6aiHa.



DETECTION OF ANTIBIOTIC RESISTANCE BACTERIAL COLONIZATION AMONG
THE PRESCHOOL CHILDREN

Background The increase in prevalence of antimicrobial resistance is a worldwide
problem. The antibiotic resistance bacteria is an emerging problem and a burden of the
Mongolian hospital setting, across all ages. But there is no data for antibiotic resistance
bacterial colonization in community setting of Mongolia, especially in preschool age
children.
Aim Determining the prevalence of faecal carriers of antibiotic resistance bacterial
colonization among the children who are attending at day care centers of Mongolia
Materials and methods A cross sectional study performed between February to May 2017
involving preschool children’'s day care centers of 4 different districts of Ulaanbaatar city
and 3 different aimags of Mongolia. Under the parent’s consent, we collected rectal swabs
from 971 healthy children from randomly selected 6 day care centers from Bayanzurkh,
Bayangol, Chingeltei and Baganuur districts of Ulaanbaatar city and also 6 day care
centers from Sukhbaatar, Arkhangai and Gobi-Altai aimags. The children were excluded
that antibiotic taken within 4 weeks before and had been hospitalized within a year. The
screening test was conducted by agar. The ESBL producing bacterial species final
identification (MALDI TOF and VITEK-2 analyzer) and genetic typing tests were done at
Institute of Medical Microbiology and Hospital Hygiene, Heinrich-Heine-University of
Dusseldorf, Germany.
Results Of these participants, 20% (194/971) (95% Cl 17-22) were colonized with
antibiotic resistance bacteria and 777 (80%) were non antibiotic resistance bacteria. Of
these, one hundred eighthy six (19.2%) were colnized with ESBL producers, five (0.5%)
were VRE and three (0.3%) were CRE. According to genotyping analysis, ESBL producers
were mostly belonged to CTX-M-9 (138/186) and others were CTX-M-1(48/186). ESBL
producers detected more common in boys than girls (p=0.04). But detection rate is not
different between city and urban site and also among children’'s age group. Most of
antibiotic resistance bacteria were resistance to cefotaxime (94%), followed by
trimethoprim—sulfamethoxazole (77.4%) respectively.
Conclusion This study shows a high prevalence (20%) of day care center’s children with

faecal CTX-M-9 and CTX-1 producing E.coli isolates in Mongolia.
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