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TOBY XYPAAHI'YA

CypbearnnH 0ONoOH Cypbe3arunH 0yc MUKOOaKTepuUNH 3IyNnuur
ANradH Aywx, SMH3N3YWH OHUNOMMUI TOAOPXOWUIICOH AYH

YHpacnan

Mukobakrepunr  M.tuberculosis 6ypaan, M.leprae ©GONoH cypbearMnH ©Byc
MukobakTepn (CBM) racaH 3 Tom bynart xysaapar. M.tuberculosis 6ypaan Hb HUATMUWAH
apyyn M3HOWAH TynramgcaH acyypgan 6oncoH cypbea eBuuMH yycragar. O3MB-biH
ToouooncHoop 2016 oHA 10.4 can xyH cypbearasp eeaex, 1.6 cast XyH cypbearuinH yrimaac
Hac OapcaH GawHa. Manan yncag 2017 oHg 3779 CYPbE3arMNH LUWMH3 TOXMONAOJN
OypTrargaxX, CYYNUnH XUnyyasa eBynen TOrTMon eHgep TyBwWHA HalHa. Ync opHyynan
cypbearninH esunen OyypaxblH xupasp CBM-uiiH xangeapblH Tapxant wuxacgar. CBEM
NX3BYN3H XypaanaH By opunHg opwpaor 6a ogooroop 160 rapyi 3yin cyanaragaan 6anHa.
SAraap Hb XyHA MX3BYN3H yywur, Bynunpxan, a¢, apbC, 366MeH 34WNH Xanasap Yycragar.
MukobakTepuiiH 3yNNaac xamaapaH aMUINH 3MYMNraa anraatan bangar Tyn 3yRnNUAr snrax
OYAX Hb AMHAN3YINH Yyxan a4y xondorgonToin.
CynanraaHbl 3opunro

CypbearniH 60noH cypbearnH Oyc MWKODaKTepuWH 3YWNUMIAr  AnraH  aywnx,
3MH3N3YNH OHUSOrMAT TOOOPXONIHO.
CypanraaHbl MaTepuan aprasym

XOCYT-unH CypbearitH yHA3CHUIA naenaraa nabopatopug 2012-2017 OHbI
XOOPOHA VIPYYNC3H 3MH3IN3YMH LUMHXNArA3XYYHISC anracaH 528 oMorT HsH cyanarn,
Monekyn GuonorniH apraap MMkobakTepuiH 3ynnuir anrad aymk, CbM-uiiH wanTtraanT
3MrarTan aMHIN3YWH TOXWONAMbIT AaraH cygancaH.
CynanraaHbl yp AyH
Cypanraang oponuoryabiH 62.3% (329) Hb 3parTan, gyHaax Hac 36 (£15.3) 6annaa. HUAT
528 omrviH 98.9% (522) He M.tuberculosis 6ypaan, 1.1% (6) He CBM 6annaa. CBEM
3ynnuinH xyeba M.intracellularae 2, M.gordonae 1, M.abscessus 2, M.chelonae 1 wnpas.
CBM-uiH 6yx OMOr Hb CYPbE3rMAH 3CP3r HIrAyrasp 9rH3SHUW anb H3r 3M3HA
TACBIPXKUNTTAN, 83.3% (5/6) Hb ONOH aM3aHA TacBapTan Gannaa. Huit 251 M.tuberculosis
oypanuiH 99.2% (249) Hb M.tuberculosis, 0.8% (2) Hb M.bovis BCG 6awncaH. CBM-aap
YYCraracaH YywWwruHbl amrartan toxmonanbelH 83.3% (5/6) Hb 50-aac 23w Hactan, 66.7%

(4/6) Hb apartanm GanB. 5 TOXMONAON ypbA Hb CYpPbearasp eBYUIK DaincaH, LIKHWA
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FOPAUAH LUMHXUNT33raap YyLWruHg COPBUT, XeHOUWT, XaTyypanT eepuynentan, 1 Toxvonaon
HYPYYHbI CKONMO3, 3 TOXWONAON 3ypX CyAacHbl XaBcapcaH aMrartay 6annaa. AMHaN3yMH
XyBb[ XaHWax, Typax, L33X33p eBOeX, sapax 33par CYPbearnviiH yen WMapasar LUMHX
TAMARITAN mxun GancaH.

AyrHanT

AnracaH MMKOGAKTEPUINH OMIMMIAH AUAN3AHX XyBuIr (98.9%) M.tuberculosis Bypaan a3amnx,
OypanunH gotop xoBop Toxuongox M.bovis BCG 3ynn (n=2, 0.8%) TOAOpPXOMNOranoo.
CypbearuiH 6yc mukbobaktepn 1.1%-4 Hb TOOOPXOWNOrAOX, 3YWNUMAH  XYBb[
M.intracellularae, M.gordonae, M.abscessus, M.chelonae 6GancaH 6a 83.3% Hb OnoH
aMaHA TaceapTan bane. CbM-aap yycraracaH aMrarMiiH aMHan3ym Hb YYLUMMHbI CYPbeaTan
wxun bannaa.

Tynxyyp yr

cypbearniH 6yc mukobaktepu, M.tuberculosis Bypaan, anraH oynnt



“The identification of mycobacterium species and determination of clinical features
of nontuberculous mycobacterial diseases”

Background

The genus Mycobacterium separated in three major groups, that is M.tuberculosis
complex, M.leprae and nontuberculous mycobacteria (NTM). M.tuberculosis, the most
prominent member of the M.tuberculosis complex, is a causative agent of tuberculosis
(TB), which remains one of the leading global public health problems. According to the
WHO, 10.4 million new cases of TB occured in 2016, resulting 1.6 million deaths
worldwide. In 2017, a total of 3779 new TB cases were notified and the last years TB
morbidity remains high in Mongolia. The increasing proportion of pulmonary disease
caused by NTM seems to be associated with a simultaneous decrease in the incidence of
TB. NTM widely distributed in the environment with high isolation rates worldwide.
Currently, there are known approximately 160 species of NTM and those bacteria
causative agent of pulmonary disease, skin, bone, and soft tissue infection. The
identification of mycobacterium spesies is essential for patient management.
Objective
To identify mycobacterium species and to determinate clinical features of NTM disease
Materials and methods
A total of 528 mycobacterium isolates from clinical specimens during 2012 to 2017 were
tested by conventional and molecular biology methods to identify mycobacterium species
and the drug resistance at the National Reference TB laboratory, NCCD, Mongolia.
Results
In this study were enrolled 528 cases, of which 62.3% (329) were man and the avarege
age was 36 (£15.3). In 528 isolates, 98.9% (522) were M.tuberculosis complex and 1.1%
(6) was NTM species including M.intracellularae, M.gordonae, M.abscessus and
M.chelonae.
All NTM isolates have drug resistance and among them in 83.3% were detected multidrug
resistance. There were 251 M.tuberculosis complex isolates, in which 99.2% (249) were
M.tuberculosis, 0.8% (2) were M.bovis BCG. Majority of NTM isolates identified (5/6) were
from patients older than 50 years and in 66.7% (4/6) of them were males. Five NTM cases
were previously treated with TB and chest X-ray showing multiple cavitary lesions and

fibrosis. Comorbitity of NTM lung disease; one case had scoliosis and 3 cases had chronic
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ischemic heart disease. The symptoms of NTM pulmonary disease were cough, loss
weight, chest pain and fatigue and those were similar to TB symptoms.

Conclusion

M.tuberculosis complex were predominated among all isolates of mycobacteria and also
was identified M.bovis BCG, in 2 cases as a M.tuberculosis complex. NTM species were in
1.1% (6), including M.intracellularae, M.gordonae, M.abscessus and M.chelonae and of
them in 83.3% were detected multidrug resistantce. The symptoms of NTM pulmonary
disease were similar to TB clinical features.

Keywords

Nontuberculous mycobacteria, M.tuberculosis complex, identification
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