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TOBY XYPAAHI'YW

“XepeerunH xyH amaac anracaH M.tuberculosis KOMNNEKCbIH OMOIT

AM3HA TICBIPXKUNT TOAOpXOﬁHCOH JJ,VH”
YHO3cnan:

O3MB-biH ToouooncHoop 2015 oHbl Gangnaap ganxun gasp 10.4 cas xyH
cypbearaap eeacHuit 61% Hb HOBB, 3yyH emHen Asupa GyptraracaH.' Mowron Ync
HOBB-1iAH cypbearniiH eB4nen eHOepPTan AONOOH OPHbl HArQ4 TOOLOr40X, TOXMONASbIH
TYBLUMHIeep rypasayraapT, Hac 6apanTbiH TYBLUMHIESP HArayraspT opx GaiiHa.” MY-biH
XaMxa3HA 2015 oHA cypbearninH WnHA Toxmnongon 4270 bypTrargax, Hac bapanTt 1.2%,
OITOH 3M3HA TACBIPTIW CypbearniH 243 Toxmnongon 6ypTrargax, Hac 6apant 5% (18)-
Tan GaiiHa.> OMaHA TICBIPTAN Cypbea CyYMWiAH XWMyyaaa uxacy 6airaa Hb O3Mxuii
HWUIATMIAH 3PYYN MAHAWIAH TynramacaH acyyaan 6omk 6aina. '
3opunzo:

XeOeermnH XyH amaac uyrnyyncaH uapHasc M.tuberculosis koMmnnekchbir
NIPYYIMK, 3M3HA TICBIPXKUITUAT TOQOPXOMMOX
Mamepuan apza3syl:

XYH amf cyypwuncaH arwuHrimiH cyganraadsl 3arsapaap 18 aumruinH 15 6ar, 32
CYMbIl KNacTepyurcaH Xoép yeT caHamcapryy TYYBPUAH apraap COHroH, 215 HacHb! XyH
amMaac acyymx, U33>KHUA MPAvMRAH LUMHXUAT33rasp CypbearMinH 6on3oLwryin Toxmonansir
WNPYYIDK, L3P LyrnyyrmK, HAH cygnarn, Monekyn 6MonorviH LWWHXWATIS XUNCIH.

Yp OyH:

Cypanraang 47 knactepuiH 23197 xyH oponucoHooc 13948 (60.1.3%) Hb
3aMarTan, AyHoax Hac 42(x15) 6Gannaa. CypbearunH 6Oonsowryn 4542 (19.6%)
Toxuongon BypTraracaHaac 4285 (94.3%) xyHun 8360 uap uyrnyyncaH. HaH cyananbiH
LWMHXMNI3raap 2.6% (113) Hb aepar unapcHaac 38.1% (43) Typxay aepar HGancaH.

KnactepuitH TyBLUWHA TYPX3L 3epar cypbearnintH Tapxant 100000 xyH amg 173.3
(95%CI 90.6-256.0), HAH cyananbiH WWHXWIr33raap 6aTtnaracaH CypbearMinH TapxanT
460.0 (95%CI 322.7-597.3) 6avHa. AnracaH 102 ecreBpuiiH 38.2% (39/102)-4 amaHA
TACBIPXUNT TOAOPXOWNOrAcoH. 3araapuiiH 71.8% (28/39) Hb wnH3 Toxuongon BanHa.
OM3H TACBIPTAN TOXMONANbLIH TapXanTbir aB4y Y3Ban LWKWHA ToxuonaneiH ayHa 33.3%
(28/84), eMHe Hb aM4nNaracaH ToxnonanslH ayHa 61.1% (11/18) banHa.

M3oHunasmngan TacBapTan TogopxounoracoH 29 omrninH 41.4% (12)-n katG,
58.6% (17)-0 InhA reHviAH wMyTaunm wuna3pnaa. PudamnuuuHg TICBIPKUATUIAT

Hexuenayynard rpoB reHnitH mytaum S531L(MUTS3) 0a3p, n3oHrwasnaas TaCBIpXXUNTUIAr
5



Hexuenayynardy inhA renunH mytaum C15T(MUT1) pasp, katG reHWnH myTtaum
S315T1(MUT1) g3sp TycC TyC UN3PC3H.
HAyaHanm

XeOeerMnH XyH amblH AOyHO HSH cydnanbiH - WWMHXWUNrarasp 6artnaracaH
CYPbEe3rnviH TapxanTt anMmryyaan GypTraracaH TOXMONANbIH TYBLUMHIEeC 2 AaxWH eHaep
BariHa. XyH aMblH AyHO 9M3HA TACBIPTAN CYPbE3rniH TapxanT eHaep, AnaHrysa eMHe
Hb 3MYN3rAcoH TOXWMONANbIH AyHA4 eHaep 6arHa. 3MOHA TICBIPXKUNT  YyCaxan
n3oHWasupan inhA reHuiH Mytaum aasamravnad, pyudamnuumMHg TICBIPXKUNTUIT rpoB

reHUnH MyTaul HexuenayyncaH.

Tynxyyp y2: CypbearuiiH MUKOBaKTepn, TYpPXaL, 3epar, HAH cyanarnbiH WWHXUIT3rasp
GaTtnargcaH, Tapxant, amaHg  TacBapxkunT, GenoType®MTBDRplus apra,

pyudaMnUUMH, N3oHMasng



“The detection of M.tuberculosis complex and their drug resistance in rural

population of Mongolia”

Introduction:

WHO estimates that 10.4 million people in the world by 2015 had tuberculosis,
from them registered in 61% of the region of Southeast Asia and Western Pacific.
Mongolia is considered as an one of the seven countries with high incidence of
tuberculosis in Western Pacific region, in the third by level of incidence cases, and first
by death. Endorsement registered 4270 new cases of tuberculosis and death rate of
1.2% recorded in 2015, 243 cases of multi-drug resistant TB and mortality of 5% (18).
Drug-resistant tuberculosis is increasing in recent years, it has become a global health
problem.

Objective:

To detect M.tuberculosis complex from sputum samples, collected from rural
population and determine their drug resistance.
Materials and methods:

In this population-based cross-sectional study were enrolled 15 teams and 32
soums from 18 provinces and they were selected by two staged randomized method,
among above 15 aged population were identified potential TB cases by questionnaires,
chest radiography, and collected their sputum samples, performed bacteriological and
molecular biological analysis.

Results:

In this study participated 23197 eligible individuals of 47 clusters, of which 13948
(60.1.3%) were women and the average age was 42(+15). Registered 4542 (19.6%)
suggestive TB cases and collected 8360 samples from 4285 (94.3%) participants.
Bacteriological tests found positive in 2.6% (113), among them in 38.1% (43) were
smear positive.

Cluster-level prevalence of smear positive TB per 100000 population were 173.3
(95% Cl 90.6-256.0), the 460.0 (95% CI 322.7-597.3) incidences of tuberculosis
bacteriologycal comfirmed cases. Isolated 102 strains, in which 38.2% (39/102) drug
resistance. Of these, 71.8% (28/39) were new cases. The drug-resistant cases were in
33.3% (28/84) among new cases and in 61.1% (11/18) of previously treated cases.
The 29 strains were identified as a resistant to isoniazid, the gene mutations detected

in 41.4% (12) in the katG, and 58.6% (17) inhA. The rpoB gene mutation S531L
7



(MUT3), for rifampicin resistance, inhA gene mutation C15T (MUT1), katG gene
mutations S315T1 (MUT1) for isoniazid resistance were observed.

Conclusion:

The bacteriological confirmed TB prevalence rate was approximately 2 times
higher than notified cases in routine TB surveillance in 2015. DR-TB cases was high
among rural population, especially, in previously-retreated cases. Rifampicin resistant
strains have a mutation of the rpoB gene and resistance to isoniazid is predominantly

associated with the inhA gene mutation.

Key words: Mycobacterium tuberculosis, smear positive, bacteriological confirmed,
prevalence, drug resistance, GenoType®MTBDRplus, rifampicin, isoniazid
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